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1:  Overview 
 
The CRAPome is a repository of negative controls performed in affinity purification coupled with mass 

spectrometry (AP-MS) experiments. Negative controls are collected from various studies (published or 

unpublished), processed, annotated and made available for download and analysis via an online interface. See 

User Manual for details. 

 

An Annotator is usually the contributor of mass spectrometry data to the CRAPome.  Contributors first submit 

raw mass spectrometry files to the CRAPome administrator.  The administrator processes them to yield protein 

identifiers and spectral counts, assigns an experiment number to each of the files that passed a quality control 

step (these experiments are labeled CCx; CRAPome Control x), and releases them for annotation.  The 

Annotator defines protocols to describe the experimental procedures and links the protocols to each 

experiment.  Protocols include controlled vocabularies and free text. 

 

2. Accessing the system as an Annotator and viewing existing experiments and protocols 
 
Annotators are assigned a higher level of privileges than regular registered users.  They can create protocols 
and link protocols to experiments.  Annotator-level login access can be requested by emailing the CRAPome 
administrator.  Use the login credentials to enter 
the CRAPome (Fig. 2.1).  The Annotator menu bar 
will look like Fig. 2.2. 
 
 
Figure 2.1. Welcome screen at the www.CRAPome.org 
database.  Enter username and password as prompted. 
 
 
 
 
 
 
 
 
 
 

 
 
 
 
 
 
 
 

 
Figure 2.2. Annotator menu bar.  “Experiments” lists all the experiments that the annotator has access to (those that have 
been contributed by their laboratory).  “Protocols” lists all the protocols in the CRAPome, but enables editing only those 
protocols belonging to the Annotator.  “Define Experiment” and “Define Protocol” enable the creation of new data. 

http://www.crapome.org/
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Select the “Experiments” tab to view the list of all experiments contributed by the Annotator laboratory (Fig. 
2.3).  Click on an Experiment Name (here CC40) to view the associated details (Fig. 2.4).  Similarly, select the 
“Protocols” tab to view the list of all protocols available in the CRAPome (only those protocols contributed by 
the Annotator laboratory can be edited; Fig. 2.5).  Clicking on the name or protocol number opens a new 
window with the protocol details (Fig. 2.6).     
 

 
 

Figure 2.3. Experiment View.  The procedure for creating and editing protocols will be described in section 3.  
 
 
 
Figure 2.4. Experiment details. Only the top portion of the 
Experimental details view is shown. 
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Figure 2.5. Protocol View.  The procedure for creating and editing protocols will be described in section 3.  
 

 
 
Figure 2.6. Protocol Details. Only the top portion of the Experimental 
details view is shown. 
 

 
 
 
 
 
 
 
 
 
 
 

 
 

3. Creating and editing protocols and experiments 
 
The main responsibility of the Annotator is to define Protocols and link Experiments to the protocols.  An 
annotator can also edit protocols and experiments that belong to their research group.  Fig. 3.1 summarizes 
the different steps of the annotation process.   
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Figure 3.1. Flowchart of the 
Annotator tasks.  
 

 
 
 
 
 
 
 
 
 
 

 
Task 1: Define/Edit Protocol 
 

The first task of the Annotator is to define a protocol that corresponds to the experiments to be annotated. 
Create a new protocol by clicking the “Define Protocol” tab: Fill in the requested information, including a 
descriptive name for the protocol 
associated with optional protocol notes.  
Select the controlled vocabulary by using 
the drop down “Attributes” (Fig. 3.2; See 
Fig. 3.3 for current CV terms; contact the 
CRAPome administrator if the controlled 
vocabulary is inadequate), and add text-
based experimental details (see Fig. 3.4 for 
an example).  Before creating a new 
protocol, review the list of the existing 
protocols to prevent duplication.  Note, 
however, that since even minor changes in 
experimental procedures can lead to 
observable changes in the composition of 
the background contaminants, new 
protocols should be created that fully 
describe protocol details without creating 
obvious redundancies.   
 
 
Figure 3.2. Creating a new CRAPome protocol 
/ part A, define controlled vocabulary.  

 
 
 
 
 
 
 
 
 

Is there an existing protocol 

that matches the experimental 

details ?

Double check all parameters:

A protocol may be copied to use as a 

template, saved under a new name and 

modified if small changes are needed.YES
NO

Click on “Define Protocol”.  Specify a 

protocol name and fill the required 

details, using drop down menus for 

controlled vocabularies and free text.

Link experiment to protocol

Link experiment to protocol



 

CRAPome annotator manual, v 1.0  page 5 

 

 
Figure 3.3. Currently available controlled vocabularies (Attributes) 
 

 
Figure 3.4. Creating a new CRAPome protocol / part B, adding protocol details.  Add information details pertaining to the 
biological material (How were the cells grown and harvested? How was the recombinant protein expressed? Has a 
subcellular fractionation been performed?), the affinity purification step, the procedure for preparing the peptides 
(including fractionation at the protein or peptide level when applicable), and details of the LC-MS/MS analysis.  If the 
Method has been published, add citations in the “Publication reference” box. 



 

CRAPome annotator manual, v 1.0  page 6 

Task 2: Link protocols to experiments 
 
The general pipeline for the addition of experiments to the CRAPome database begins by the processing of the 
raw mass spectrometry files by the CRAPome administrator. The CRAPome administrator then defines the 
experiments with some basic information (such as the name of the spectrum file and the laboratory that 
deposited the data) and initiates the processing of data.  
 
The role of the Annotator is to “edit” such experiments by linking protocols to them. To do so, the Annotator 
access the list of his/her experiments by selecting the “Experiments” tab at the top of the page (as in Fig. 2.3).  
Experiments which are already linked to a protocol (e.g. CC5 in Fig. 3.4) already have controlled vocabularies 
associated with them, in addition to the protocol number and protocol name.  Experiments which are not yet 
associated are missing this information (see CC40 in Fig. 3.4).   
 
To associate protocols and controlled vocabularies, select the “edit” link on the right.  This will open a new 
window: information entered by the administrator is displayed, but not editable (please contact the CRAPome 
administrator to report any errors).  The Annotator should change the “Experiment Status” to “Annotated” 
(from the default “newly added”), and link the experiment to a protocol via the drop-down menu. When the 
annotator selects a protocol for an experiment (see Fig. 3.5), all the attributes of the experiment (“controlled 
vocabularies”) are populated with the attributes of the protocol (see Fig. 3.6).  
 

 
Figure 3.4. Experiments view. Clicking on “edit” on the right enable linking a protocol to the experiment. 

 
 

 
 
 
Figure 3.5. Edit experiment view. Data entered by the 
administrator is greyed out.  Select a protocol to link to the 
experiment. Create new protocols as needed, as described 
above. 
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Figure 3.6. Controlled vocabularies are populated from the 
selected protocols.  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
Deleting experiments and protocols: 
The annotator can only define or edit new experiments (or protocols) but cannot delete them. Each newly 
defined experiment has an attribute called ‘status’ (see Fig. 3.4) which can be one of a) newly added, b) 
annotated, c) ready for release, d) show, or e) retire. If the CRAPome administrator adds a new experiment, 
he/she sets the status to “newly added”. The annotator can change the status to “annotated”, once the 
annotation is complete. The status is set to “ready for release” once the spectrum file(s) are processed and the 
database is updated. Finally, the status is set to “show” when the data is released to the end user. Only those 
experiments with a status “show” can be viewed by the end user. If the annotator accidently created a wrong 
entry, he/she can set the status to retire. All retired experiments will be periodically purged from the database 
by the CRAPome administrator. 
 
Requesting new controlled vocabularies: 
The annotator can only use pre-defined controlled vocabularies (attributes): new CVs can be requested to the 
CRAPome administrator. 


